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Background and Aims

To analyze and compare the performance of two next-generation sequencing (NGS) library preparation kits, VeriSeq PGS (lllumina, USA) and PG-Seg

kits (PerkinElmer, USA) for the detection of whole, segmental, and mosaic aneuploidies in preimplantation genetic testing for aneuploidy (PGT-A).

Methods

124 trophectoderm biopsied

Whole genome amplification
SurePlex WGA kit (lllumina, USA)

Library preparations were performed using
« VeriSeq PGS (lllumina, USA)

« PG-Seq preparation reagent kits (PerkinElmer, USA)
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BlueFuse Multi and
PG-Find software analysis

All libraries were sequenced on the lllumina MiSeq platform (lllumina, USA)
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The sequencing results were analyzed by

 BlueFuse Multi analysis software for Veriseq PGS

NGS analysis Library preparations « PG-Find analysis software for PG-Seq

Table 1. The concordance rate of VeriSeq PGS and PG-Seq library preparation Kits
Results

. . . . .. Perf h teristi N=124
Using VeriSeq preparation reagent kit, embryos were classified criormance charactenstie
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