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A paired-end sequencing based Noninvasive Prenatal Testing (NIPT)
to screen Trisomy 21 and Trisomy 18 in twin pregnancies

na1A aaiuanate’ Nal wualTId ng¥nT lInndnsy A5 wivuiad

a Jd v

AU IUNI NGy

a

1.2 o

2

Y

@ P
AU NINAWIYINY

< S @ A o w Y . . .
UIEUN LUN LRUIUBDTLITU %I‘Llllﬂ 1NN ﬂnmu ﬂ?\imW 10330 Email: mptmanager@nggthalland.com

2

% \
UNAALD
anunalnavealas TuTeunisn luseninams
v [
FINTIN VAIUNEITOINDMIURIHIBANNHNS
uanuia Iagauradnavedlalylsunisn
usmiafny 1dtios Ao Trisomy21 (NGUDINTS
P A a 1A a '
A1710) w3om sl Tas TuTeugh 21 Auu 1 0N
Y )
uonvInt dalinnuialndveslng Tulaugaun
A ' ' I3
ANUT0I9IWT 1¥U Trisomy18 (NGUDINITIOA
ad 1 @
(339) 1182 Trisomy13 (NGNOINITNII) TasAw
A ad a 4 2
ARUAATNIAAINMTINNIY 150 VIar1e Tvea
Y
Tas TuTauil (58031 Aneuploidy uiszinalne
M13A529AAN509 ANNARAYNAvDaTAT Ta Loy
msnluasss uuyliznar mnideasat vied
138731 Noninvasive Prenatal Test (NIPT) A1a4
o P ' ' 4 o
Tasunnuiiensdraunsvate isaamilunis
nadounlaoase waz luilusuasenenisnlu
Y Y
A330 wenMInNdIaIInImInaaen 1ddaua
o P '
91gATIANeY 10 dlaimniu dewald NIPT
o Y ad o X g
gnihnldduisaanseuosdn Tunmsasiam
a a ¢ =
anuAalnaveelas lulsunisnlunssn ana
Y
ATAsIIRANITIl a1nisain ldyievae

Page 32

A o sand 7 o W o . .. .
VIEN W (psNAR 151a03 3109 UNNIU NFUNW 10330 Email: sujin.ch@safefertilitycenter.com

4 Y a
uwnduazau'ly lumsdssiuuaznunung
' o b v <
QUATENIAZHAINIAINTTA uABe1 |5nAw
KAL) MIANEINHIUYT WU NIPT Tuua
azn15AnEY HA1A210 12 (Sensitivity) uazan
AT U (Specificity) TunITNATOY T8 4
9ATINIINANALINAIUAZAVAI NUANAIIAY
A A a e'glz =\
ioannmaluTaonlslunsasinimsiz iy U
ANMAINYAY A9UUMSTNATaUUsEaNTN N
1 Y a oA =K A o o
vo4 NIPT luusazioal§iians saanusuilu
v F
AouNaz1i NIPT 1 1¥n19aaiin n1saneI1194
Idimsnaasuilszansnmves NIPT tWo#329
fAanseanurnlnaveslas Tulsunisn wila
Trisomy21 14a¢ Trisomy18 Fuiluanuialnan
Y 9 =
wu'ldaveslunisnusnaaea Tagldimalulad
' o w { ] <
MIeIUAIA LI NareNnaaea919ve A Ue
)
(Paired-end sequencing) Tundjaganssaunaaos
. . = I 1 @ [ A o
(Twin pregnancies) FuTUngual9d19NT991U
v A = Y dy 1 o =
gaiimsanyimaauil luunmin aanamsany
Y
wun maluTlagidiany luazanudumizves
nMsnAaoUagN >99.9% lundgeainsssudades
2
waz lunurauInalvIeraaval lumsanwl

117 2 arfu 2 nsngau 2564 — funau 2564



Thailand Journal of Health Technology

mangy: Minansesnnuialnaveslas TuTaw
J ] H 1

msnlunssanindeauisamuu lignar nqu
1 3 a

21M3A121 NQUDIMTIDAIITA ATTALHAaDA

Abstract
Chromosomal abnormalities in pregnancy are
responsible for miscarriages and congenital birth
defects. Trisomy21 is probably the most well-
known example of a chromosomal abnormalities
caused by an extra copy of chromosome21. This
causes a condition called Down's syndrome which
is the most common genetic disease at birth. The
other major chromosomal abnormalities seen in live
birth are Trisomyl8 (Edward's syndrome) and
Trisomyl13 (Patau syndrome). In Thailand,
noninvasive prenatal testing (NIPT) is widely used
and can be used as a primary screening method for
detection of chromosomal abnormalities that are
caused by the presence of an extra or missing copy
of a chromosome (Aneuploidy). NIPT is an
emerging technology and has been introduced
clinically which is available to all pregnant patients
because it is a simple test and safe for a baby.
Moreover, NIPT can be done as early as 10 weeks
pregnancy. However, there were differences
between studies in estimating of sensitivity,
specificity, and false positive/negative rate. Thus,
screening performance of NIPT should be evaluated
by individual laboratory prior to clinical offering.
This study evaluated the clinical screening
performance of NIPT for the detection of Trisomies
21 and 18 on Illumina paired-end sequencing
platforms in twin pregnancies. Our evaluation
suggests that

paired-end sequencing based

noninvasive prenatal test provides a high combined
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sensitivity and specificity of NIPT (>99.9%) in
twin pregnancies. No false positive and negative

case were observed.

Keywords: Noninvasive Prenatal Testing, Trisomy

21, Trisomy 18, Twin Pregnancy
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